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<210> 1 

<211> 912 

<212> DNA 

<213> HEMA1 



<400> 



1 




-2- 

atggctgctc aaggctggtc catgctcctg ctggctgtcc ttaacctagg catcttcgtc 60 

cgtccctgtg acactcaaga gctacgatgt ctgtgtattc aggaacactc tgaattcatt 120 

cctctcaaac tcattaaaaa tataatggtg atattcgaga ccatttactg caacagaaag 180 

gaagtgatag cagtcccaaa aaatgggagt atgatttgtt tggatcctga tgctccatgg 240 

gtgaaggcta ctgttggccc aattactaac aggttcctac ctgaggacct caaacaaaag 3 00 

gaatttccac cggcaatgaa gcttctgtat agtgttgagc atgaaaagcc tctatatctt 360 

tcatttggga gacctgagaa caagagaata tttccctttc caattcggga gacctctaga 420 

cactttgctg atttagctca caacagtgat aggaattttc tacgggactc cagtgaagtc 480 

agcttgacag gcagtgatgc ctaaaagcca ctcatgaggc aaagagtttc aaggaagctc 540 

tcctcctgga gttttggcgt tctcattctt atactctatt cccgcgttag tctggtgtat 600 

ggatctatga gctctctttt aatattttat tataaatgtt ttatttactt aacttcctag 660 

tgaatgttca caggtgactg ctcccccatc cccatttctt gatattacat ataatggcat 720 

catatacccc tttattgact gacaaactac tcagattgct taacattttg tgcttcaaag 780 

tcttatccca ctccactatg ggctgttaca gagtgcatct cggtgtagag caaggctcct 840 

tgtcttcagt gccccagggt gaaatacttc tttgaaaaat tttcattcat cagaraatct 900 

gaaataaata tt 912 

<210> 2 
<211> 167 
<212> PRT 
<213> HEMA1 



<400> 2 

Met Ala Ala Gin Gly Trp Ser Met 
1 5 

Gly lie Phe Val Arg Pro Cys Asp 
20 

lie Gin Glu His Ser Glu Phe lie 
35 40 



Leu Leu Leu Ala Val Leu Asn Leu 
10 15 

Thr Gin Glu Leu Arg Cys Leu Cys 
25 30 

Pro Leu Lys Leu lie Lys Asn lie 
45 



Met Val lie Phe Glu Thr lie Tyr Cys Asn Arg Lys Glu Val lie Ala 



50 55 60 

Val Pro Lys Asn Gly Ser Met He Cys Leu Asp Pro Asp Ala Pro Trp 
65 70 75 80 

Val Lys Ala Thr Val Gly Pro He Thr Asn Arg Phe Leu Pro Glu Asp 
85 90 95 

Leu Lys Gin Lys Glu Phe Pro Pro Ala Met Lys Leu Leu Tyr Ser Val 
100 105 110 

Glu His Glu Lys Pro Leu Tyr Leu Ser Phe Gly Arg Pro Glu Asn Lys 
115 120 125 

Arg He Phe Pro Phe Pro He Arg Glu Thr Ser Arg His Phe Ala Asp 
130 135 140 

Leu Ala His Asn Ser Asp Arg Asn Phe Leu Arg Asp Ser Ser Glu Val 
145 150 155 160 

Ser Leu Thr Gly Ser Asp Ala 
i65 

<210> 3 
<211> 667 
<212> DNA 
<213> HEMA2 



<400> 3 
cgaggtgatc 


ataaactcgc 


ccatcgtcct 


gcgctacaag 


accccctact 


tcaaagcctc 


60 


cgcccgcgtg 


gtcatgcccc 


ccatcccccg 


ccacgagacc 


tgggtggtgg 


gctggattca 


120 


ggcgtgcaat 


cagatggagt 


tcttcaacac 


ctacagcgac 


ctgggcatgt 


caagctggga 


180 


actgcctgac 


ttgagggaag 


ggagagtaaa 


agccatcagt 


gactcagatg 


gggtgagcta 


240 


cccttggtac 


gggaacacca 


cagaaactgt 


gaccctggtt 


ggcccaccaa 


caagatctcc 


300 


aggttctccg 


tcagcataat 


gacaacttct 


accccagtgt 


gacatgggca 


gtgcctgtga 


360 


gtgacagcaa 


tgtgccactg 


ctcacaagaa 


tcaagagaga 


ccaaagtttc 


acgacctggc 


420 


tggtggccat 


gaacaccacc 


acaaaggaga 


agatcattct 


gcagaccatc 


aagtggagga 


480 


tgagggtgga 


cattgaagtg 


gaccctcttc 


agctcttggg 


gcagcgggcc 


cggctggtgg 


540 


gcaggactca 


gcaggagcag 


ccccggatcc 


tgagccggat 


ggaacccatc 


ccccctaatg 


600 


cactagtgaa 


acccaatgcc 


caatgatgcc 


aggtcctcat 


gtgggggccc 


agcggggccc 


660 



-4- 



tctgttg 667 

<210> 4 

<211> 62 

<212> PRT 

<213> HEMA2 



<400> 4 

Arg Gly Asp His Lys Leu Ala His 
1 5 

Leu Gin Ser Leu Arg Pro Arg Gly 
20 

Asp Leu Gly Gly Gly Leu Asp Ser 
35 40 

Gin His Leu Gin Arg Pro Gly His 
50 ( 55 

<210> 5 

<211> 208 

<212> PRT 

<213> HEMA.2 



Arg Pro Ala Leu Gin Asp Pro Leu 
10 15 

His Ala Pro His Pro Pro Pro Arg 
25 30 

Gly Val Gin Ser Asp Gly Val Leu 
45 

Val Lys Leu Gly Thr Ala 
60 



<400> 5 

Glu Val lie lie Asn Ser Pro lie 
1 5 

Phe Lys Ala Ser Ala Arg Val Val 
20 

Thr Trp Val Val Gly Trp lie Gin 
35 40 

Asn Thr Tyr Ser Asp Leu Gly Met 
50 55 



Val Leu Arg Tyr Lys Thr Pro Tyr 
10 15 

Met Pro Pro lie Pro Arg His Glu 
25 30 

Ala Cys Asn Gin Met Glu Phe Phe 
45 

Ser Ser Trp Glu Leu Pro Asp Leu 
60 



Arg Glu Gly Arg Val Lys Ala lie Ser Asp Ser Asp Gly Val Ser Tyr 
65 70 75 80 



-5- 



Pro Trp Tyr Gly Asn Thr Thr Glu Thr Val Thr Leu Val Gly Pro Thr 
85 90 95 

Asn Lys lie Ser Arg Phe Ser Val Ser Met Asn Asp Asn Phe Tyr Pro 
100 105 110 

Ser Val Thr Trp Ala Val Pro Val Ser Asp Ser Asn Val Pro Leu Leu 
115 120 125 

Thr Arg lie Lys Arg Asp Gin Ser Phe Thr Thr Trp Leu Val Ala Met 
130 135 140 

Asn Thr Thr Thr Lys Glu Lys lie lie Leu Gin Thr lie Lys Trp Arg 
145 150 155 160 

Met Arg Val Asp lie Glu Val Asp Pro Leu Gin Leu Leu Gly Gin Arg 
165 170 175 

Ala Arg Leu Val Gly Arg Thr Gin Gin Glu Gin Pro Arg lie Leu Ser 
180 185 190 

Arg Met Glu Pro lie Pro Pro Asn Ala Leu Val Lys Pro Asn Ala Gin 
195 200 205 

<210> 6 
<211> 67 
<212> PRT 
<213> HEMA1 



<400> 6 



Glu Phe Pro Pro Ala Met Lys Leu Leu Tyr Ser Val Glu His Glu Lys 
15 10 15 

Pro Leu Tyr Leu Ser Phe Gly Arg Pro Glu Asn Lys Arg lie Phe Pro 
20 25 30 

Phe Pro lie Arg Glu Thr Ser Arg His Phe Ala Asp Leu Ala His Asn 
35 40 45 

Ser Asp Arg Asn Phe Leu Arg Asp Ser Ser Glu Val Ser Leu Thr Gly 
50 55 60 



Ser Asp Ala 
65 



